. The graphs indicate the induction fold of the SpMPK1, SpMPK2 and SpMPK3 genes in response to ABA (150 μM) as compared with that of control (0 μM ABA). The mean value of three technical replicates was normalized to the levels of elongation factor 1-α subunit mRNA, an internal control. The experiments were representative of all the silenced plants (n ≥ 50 at OD 600 = 2.0). Quantitative RT-PCR was performed to evaluate the gene silencing efficiency and it was presented by the reduction of SpPDS transcription levels in VIGS plants compared to control plants which were defined as 100%.
